Objective: The implications of magnetic resonance imaging-targeted biopsy (MRI-TBx) versus transrectal ultrasound-guild biopsy (TRUS-Bx) are not well understood. To update the current evidence on the diagnostic efficacy of the MRI-TBx with TRUS-Bx for prostate cancer detection . Methods: A comprehensive literature review was conducted in Medline, Web of Science, Embase prior to January 1, 2016. We included studies that comparing MRI-TBx and TRUS-Bx in detection of overall prostate cancer and significant cancer. The meta-analysis was conducted with RevMan 5.3, and data was presented as risk difference (RD) and 95% confidence interval (CI).
Objective: The c-met proto-oncogene pathway plays an important role in tumor progression of various cancers. However, the impact of c-met pathway on renal cell carcinoma (RCC) remains controversial. Methods: The expression of c-Met in ten RCC tissues and matched adjacent normal tissues was determined by Western blot analysis. Tissue microarrays (TMAs) were used to assess the expression of c-Met in tumor tissues from 90 patients with RCC via the method of immunohistochemistry. The meta-analysis of similar studies was also performed. All 12 eligible studies including our results involving 1,136 patients were conducted. Results: In our study, the protein levels of c-Met were increased in RCC tissues than in adjacent normal tissues in 80% (8/10) of paired RCC tissues. The expression of c-met was positively associated with high nuclear grade (P=0.008), high pT stage (P=0.002) and high AJCC stage (P=0.01). Multivariate analysis revealed that the high expression of c-Met was a significant and an independent predictor of disease-specific survival [hazard ratio (HR), 2.85; 95% confidence interval (95% CI), 1.21-6.70; P=0.017]. Meta-analysis revealed increased c-met expression in RCC tissues was closely correlated with high tumor grade(II-IV) [odds ratio (OR) 2.63, 95% CI, 1.68-4.12; P<0.001] and high pT stage(pT3 + pT4) (OR 2.19, 95% CI, 1.39-3.46; P=0.001). Most importantly, c-met expression significantly correlated to disease-specific survival (HR 1.50, 95% CI, 1.21-1.86; P<0.001). No heterogeneity and publication bias were observed across all studies. Conclusions: In RCC patients, c-Met is strongly associated with pathological grade, stage and disease-specific survival, which suggested that c-met might become a potential marker to predict patient prognosis and guide clinical diagnosis and treatment. 
